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Fig. 1: Effects of BPs on Ez-induced expression of CYP194A1b mRNA in zebrafish larvae at 96 hpf.
Significance of differences in the CYP19A1b expression levels between E2 alone and E2+BP co-exposure
groups was determined by one-way ANOVA followed by Dunnett’s post hoc test, and are shown by
asterisks ("p < 0.05, ”p < 0.01, ™p < 0.001). N=4. The unit uM for concentrations of BPs used was omitted in

vertical axis.
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Fig. 2: Binding mode of OHT, BP C2 and BPAF with the zfERa-LBD.
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Fig. 3: Interaction energies of OHT and BPs in zfER subtypes calculated by in silico docking
simulations at an antagonistic mode.
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