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sudo apt-get update
sudo apt-get install fastp
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Trinity Results

Total transcripts 106,265 56,316
Total genes 85,732 45,475
Percent GC 46.84 46.81
Total assembled bases (all transcripts) 108,642,273 60,148,351
Total assembled bases (longest isoform per gene) 70,764,846 43,088,599
N50 2,268 2,095
BUSCO Results

Complete Single-copy 1,982 1,848
Complete Duplicated 675 337
Fragmented 318 459
Missing 379 710
CD-HIT Results

Cluster size =1 94262 94261
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